Clip. 1 BQ 20 WL 10 Sequence: csf #6a_M13uni-21 Clipped Iength: 1018 Samples: 13334
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000000000000000000000000
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CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC




Clip. 1 BQ 20 WL 10 Sequence: csf #6a_M13uni-21 Clipped length: 1018 Samples: 13334 Quality: 0-9 — Page: 2/3

Left clip: 9 Bases: 1110 10-19 E— 26.02.2018
Right clip: 1026 Average spacing:  13.0 20-29
Avg. qual. inclip.:  51.36 Average quality >= 10: 31, 20: 61, 30: 968 >=30 —

LMo oot A.uMu5«&»..0“;..&““&» 0oL ol

500 530 560 580
TCTGGACCTCCACAGTAAGAGCCTGGAGGGGGACTGCCAACTGCAACCCGGAGGTGCTCTCATTGCACCTGTGTCATCACCCCA

590 600 610 620 630 640 650 660
AAACACAGGAACAAGATCTTATT I TGCTCCTAATTTGTGATGTTTTGGGTGATTTTTATGGCCAATTTATTACATTTTGCATTAAA

750 800 810 820 830
TGGTGACATTCTCCCATCGCACCACTGCAACAGGTCTCTCTGTTGCATAGCAATAAAAAATAGAAGCAAACATACTCTTTCAGG

920 950 960 980 1000
TGACCAAGTAGCTTCTGGCGTAGAACGTGTACTGGCCTTGCTCCTGAATGTTCATTCTCTTCAGCTGCAGGCTTGCACGGTA




Clip. 1 BQ 20 WL 10 Sequence: csf #6a_M13uni-21 Clipped length: 1018 Samples: 13334 Quality: 0-9 — Page: 3/3

Left clip: 9 Bases: 1110 10-19 — 26.02.2018
Right clip: 1026 Average spacing:  13.0 20-29
Avg. qual. inclip.:  51.36 Average quality >= 10: 31, 20: 61, 30: 968 >=30 —

1010 1020 1030 1040 1050 1060 1070 1080
TCTATGAAGGGCGAATTCCAGCACACTGG CGGCCGTTACTAGT GGATCCAAACTCGGTACCAAGCTTGATGCATAGCTTGAG
— — — — ——
1090 1100

AATTCTATAGGGGCACCTAAAAAATCCT
—




